/+ antimorphs (purple bars). Note that E-cad is no longer enriched on horizontal junctions in the mutant backgrounds, but overall E-cad-GFP levels go down, presumably due to competition from increased levels of endogenous E-cad. (E,F) FRAP analysis of junctional E-cad-GFP expressed under its endogenous promoter, one copy of E-cad-GFP present heterozygous with one copy of wild-type E-cad. In a wildtype background, a larger stable fraction is seen on horizontal junctions than on vertical junctions (P≤0.0001, t-test); this difference is lost in a dsh 1 background (P=0.63, t-test) . (G) Quantification of pSrc on horizontal and vertical junctions in the epidermis of stage 8 embryos, w 1118 (wild type) (white bars) and core pathway mutants fz P21 (green bars), dsh 1 (blue bars) and stbm 6 (orange bars). pSrc remains higher on horizontal than vertical junctions in the absence of core protein activity; however, overall levels are increased in a similar fashion to the increase in overall E-cad levels seen in these backgrounds (compare with Fig. 4G ). pSrc asymmetry is therefore independent of either core protein activity or E-cad distribution; however, additional E-cad at junctions may be recruiting additional Src, consistent with the reported physical interaction between Src and E-cad (Takahashi et al., 2005) . An ANOVA comparing all intensities shows that they vary significantly, P≤0.0001. Asterisks above chart show individual results from the ANOVA. *P=0.0123, ***P<0.0001. (H) Localisation of E-cad-GFP expressed at endogenous levels in a wild-type background (H) and in a Src42A zygotic mutant (H′). E-cad-GFP localises to the junctions in the Src42A background, and large aggregates of E-cad-GFP are also visible localising at the cell periphery. Arrow indicates a sensory organ precursor. (I) FRAP analysis was performed on regions of the junctions away from the large aggregates of E-cad-GFP. E-cad-GFP recovery still shows a difference between vertical and horizontal junctions in Src42A mutant embryos (P≤0.0001, t-test). 
